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3 <110> APPLICANT: Harrison, Leonard C. 

4 Jiang, Fang-Xu 

5 Stanley, Edouard Guy 

6 Gonez, Leonel Jorge 



8 


<120> 


TITLE OF INVENTION:- 


Pancreatic islet 


cell growth factors 


10 


<130> 


FILE REFERENCE: 


Davies Collison 


Cave 












12 


<140> 


CURRENT APPLICATION 


NUMBER : 


09/784, 911 












C--> 13 


<141> 


CURRENT FILING DATE: 


2001-09 


-17 
















15 


<16 0> 


NUMBER OF SEQ ID NOS 


: 30 














\ST£ 


17 


<170> 


SOFTWARE: Patentln version 2 


.1 












19 


<210> 


SEQ ID NO: 1 
























20 


<211> 


LENGTH: 1260 
























21 


<212> 


TYPE: DNA 
























22 


<213> 


ORGANISM: mouse 
























24 


<220> 


FEATURE : 






















\ 


25 


<221> 


NAME/KEY : CDS 
























26 


<222> 


LOCATION: (1) . . 


(1260) 




















28 


<220> 


FEATURE : 
























29 


<221> 


NAME/KEY : UNSURE 






















30 


<222> 


LOCATION: (186) 
























31 


<223> 


OTHER INFORMATION: Xaa at position 1 


86 is Tyr or His 




33 


<400> 


SEQUENCE : 1 
























34 


atg 


gcg cgc ctg atg 


att 


cct 


ggt 


aac 


cga 


atg 


ctg 


atg 


gtc 


gtt 


tta 


35 


Met 


Ala Arg Leu Met 


He 


Pro 


Gly 


Asn 


Arg 


Met 


Leu 


Met 


Val 


Val 


Leu 


36 


1 


5 










10 










15 




38 


tta 


tgc caa gtc ctg 


eta 


gga 


ggc 


gcg 


age 


cat 


get 


agt 


ttg 


ata 


cct 


39 


Leu 


Cys Gin Val Leu 


Leu 


Gly 


Gly 


Ala 


Ser 


His 


Ala 


Ser 


Leu 


He 


Pro 


40 




20 








25 










30 






42 


gag 


acc ggg aag aaa 


aaa 


gtc 


gcc 


gag 


att 


cag 


ggc 


cac 


gcg 


gga 


gga 


43 


Glu 


Thr Gly Lys Lys 


Lys 


Val 


Ala 


Glu 


He 


Gin 


Gly 


His 


Ala 


Gly 


Gly 


44 




35 






40 










45 








46 


cgc 


cgc tea ggg cag 


age 


cat 


gag 


etc 


ctg 


egg 


gac 


ttc 


gag 


gcg 


aca 


47 


Arg 


Arg Ser Gly Gin 


Ser 


His 


Glu 


Leu 


Leu 


Arg 


Asp 


Phe 


Glu 


Ala 


Thr 


48 




50 




55 










60 










50 


ctt 


eta cag atg ttt 


ggg 


ctg 


cgc 


cgc 


cgt 


ccg 


cag 


cct 


age 


aag 


age 


51 


Leu 


Leu Gin Met Phe 


Gly 


Leu 


Arg 


Arg 


Arg 


Pro 


Gin 


Pro 


Ser 


Lys 


Ser 


52 


65 




70 










75 










80 


54 


gcc 


gtc att ccg gat 


tac 


atg 


agg 


gat 


ctt 


tac 


egg 


etc 


cag 


tct 


ggg 


55 


Ala 


Val lie Pro Asp 


Tyr 


Met 


Arg 


Asp 


Leu 


Tyr 


Arg 


Leu 


Gin 


Ser 


Gly 


56 




85 










90 










95 




58 


gag 


gag gag gag gaa 


gag 


cag 


age 


cag 


gga 


acc 


ggg 


ctt 


gag 


tac 


ccg 


59 


Glu 


Glu Glu Glu Glu 


Glu 


Gin 


Ser 


Gin 


Gly 


Thr 


Gly 


Leu 


Glu 


Tyr 


Pro 


60 




100 








105 










110 






62 


gag 


cgt ccc gcc age 


cga 


gcc 


aac 


act 


gtg 


agg 


agt 


ttc 


cat 


cac 


gaa 


63 


Glu 


Arg Pro Ala Ser 


Arg 


Ala 


Asn 


Thr 


Val 


Arg 


Ser 


Phe 


His 


His 


Glu 


64 




115 






120 










125 








66 


gaa 


cat ctg gag aac 


ate 


cca 


ggg 


acc 


agt 


gag 


age 


tct 


get 


ttt 


cgt 



48 



96 



144 



192 



240 



288 



336 



384 



432 
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67 Glu His Leu Glu Asn lie Pro Gly Thr Ser Glu Ser Ser Ala Phe Arg 

68 130 135 140 

70 ttc etc ttc aac etc age age ate cca gaa aat gag gtg ate tec teg 480 

71 Phe Leu Phe Asn Leu Ser Ser lie Pro Glu Asn Glu Val lie Ser Ser 

72 145 150 155 160 

74 gca gag etc egg etc ttt egg gag cag gtg gac cag ggc cct gac tgg 528 

76 Ala Glu Leu Arg Leu Phe Arg Glu Gin Val Asp Gin Gly Pro Asp Trp 

77 165 170' 175 

79 gaa cag ggc ttc cac cgt ata aac att yat gag gtt atg aag ccc cca 576 

W--> 80 Glu Gin Gly Phe His Arg lie Asn He Xaa Glu Val Met Lys Pro Pro 
81 180 185 190 

83 gca gaa atg gtt cct gga cac etc ate aca cga eta ctg gac acc aga 624 

84 Ala Glu Met Val Pro Gly His Leu He Thr Arg Leu Leu Asp Thr Arg 

85 195 200 205 

87 eta gtc cat cac aat gtg aca egg tgg gaa act ttc gat gtg age cct 672 

88 Leu Val His His Asn Val Thr Arg Trp Glu Thr Phe Asp Val Ser Pro 

89 210 215 220 

91 gca gtc ctt cgc tgg acc egg gaa aag caa ccc aat tat ggg ctg gec 720 

92 Ala Val Leu Arg Trp Thr Arg Glu Lys Gin Pro Asn Tyr Gly Leu Ala 

93 225 230 235 240 

95 att gag gtg act cac etc cac cag aca egg acc cac cag ggc cag cat 768 

96 He Glu Val Thr His Leu His Gin Thr Arg Thr His Gin Gly Gin His 

97 245 250 255 

99 . gtc aga ate age cga teg tta cct caa ggg agt gga gat tgg gee caa 816 

100 Val Arg He Ser Arg Ser Leu Pro Gin Gly Ser Gly Asp Trp Ala Gin 

101 260 265 270 

103 etc egg ccc etc ctg gtc act ttt ggc cat gat ggc egg ggc cat acc 864 

104 Leu Arg Pro Leu Leu Val Thr Phe Gly His Asp Gly Arg Gly His Thr 

105 275 280 285 

107 ttg acc cgc agg agg gec aaa cgt agt ccc aag acg cgc cag gag gag 912 

108 Leu Thr Arg Arg Arg Ala Lys Arg Ser Pro Lys Thr Arg Gin Glu Glu 

109 290 295 300 

111 gaa tac atg ccc atg gag acg cgt agg aag aag aat aag aac tgc cgt 96 0 

112 Glu Tyr Met Pro Met Glu Thr Arg Arg Lys Lys Asn Lys Asn Cys Arg 

113 .305 310 315 320 

115 cgc cat tea eta tac gtg gac ttc agt gac gtg ggc tgg aat gat tgg 1008 

116 Arg His Ser Leu Tyr Val Asp Phe Ser Asp Val Gly Trp Asn Asp Trp 

117 325 330 335 

119 att gtg gec cca ccc ggc tac cag gec ttc tac tgc cat ggg gac tgt 1056 

120 He Val Ala Pro Pro Gly Tyr Gin Ala Phe Tyr Cys His Gly Asp Cys 

121 340 345 350 

123 ccc ttt cca ctg get gat cac etc aac tea acc aac cat gee att gtg 1104 

125 Pro Phe Pro Leu Ala Asp His Leu Asn Ser Thr Asn His Ala He Val 

126 355 360 365 

128 cag acc eta gtc aac tct gtt aat tct agt ate cct aag gec tgt tgt 1152 

129 Gin Thr Leu Val Asn Ser Val Asn Ser Ser He Pro Lys Ala Cys Cys 

130 370 375 380 

132 gtc ccc act gaa ctg agt gec att tec atg ttg tac ctg gat gag tat 1200 

133 Val Pro Thr Glu Leu Ser Ala He Ser Met Leu Tyr Leu Asp Glu Tyr 
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134 385 390 395 400 

136 gac aag gtg gtg ttg aaa aat tat cag gag atg gtg gta gag ggg tgt 124 8 

137 Asp Lys Val Val Leu Lys Asn Tyr Gin Glu Met Val Val Glu Gly Cys 

138 405 410 415 

140 gga tgc cgc tga 1260 

141 Gly Cys Arg 

145 <210> SEQ ID NO: 2 

146 <211> LENGTH: 419 

147 <212> TYPE: PRT 

148 <213> ORGANISM: mouse 

150 <220> FEATURE: 

151 <221> NAME/KEY: UNSURE 

152 <222> LOCATION: (186) 

153 <223> OTHER INFORMATION: Xaa at position 186 is Tyr or His 
155 <400> SEQUENCE: 2 

157 Met Ala Arg Leu Met lie Pro Gly Asn Arg Met Leu Met Val Val Leu 

158 15 10 15 

161 Leu Cys Gin Val Leu Leu Gly Gly Ala Ser His Ala Ser Leu lie Pro 

162 20 25 30 

16 5 Glu Thr Gly Lys Lys Lys Val Ala Glu lie Gin Gly His Ala Gly Gly 
166 35 40 45 

169 Arg Arg Ser Gly Gin Ser His Glu Leu Leu Arg Asp Phe Glu Ala Thr 

170 50 55 60 

17 3 Leu Leu Gin Met Phe Gly Leu Arg Arg Arg Pro Gin Pro Ser Lys Ser 
174 65 70 75 80 

177 Ala Val lie Pro Asp Tyr Met Arg Asp Leu Tyr Arg Leu Gin Ser Gly 

178 85 90 95 

181 Glu Glu Glu Glu Glu Glu Gin Ser Gin Gly Thr Gly Leu Glu Tyr Pro 

182 100 105 110 

185 Glu Arg Pro Ala Ser Arg Ala Asn Thr Val Arg Ser Phe His His Glu 

186 115 120 125 

189 Glu His Leu Glu Asn lie Pro Gly Thr Ser Glu Ser Ser Ala Phe Arg 

190 130 135 140 

193 Phe Leu Phe Asn Leu Ser Ser lie Pro Glu Asn Glu Val lie Ser Ser 

194 145 150 155 160 

196 Ala Glu Leu Arg Leu Phe Arg Glu Gin Val Asp Gin Gly Pro Asp Trp 

197 165 170 175 
W--> 199 Glu Gin Gly Phe His Arg lie Asn lie Xaa Glu Val Met Lys Pro Pro 

200 180 185 190 

202 Ala Glu Met Val Pro Gly His Leu lie Thr Arg Leu Leu Asp Thr Arg 

203 195 200 205 

206 Leu Val His His Asn Val Thr Arg Trp Glu Thr Phe Asp Val Ser Pro 

207 210 215 220 

209 Ala Val Leu Arg Trp Thr Arg Glu Lys Gin Pro Asn Tyr Gly Leu Ala 

210 225 230 235 240 

212 lie Glu Val Thr His Leu His Gin Thr Arg Thr His Gin Gly Gin His 

213 245 250 255 

215 Val Arg lie Ser Arg Ser Leu Pro Gin Gly Ser Gly Asp Trp Ala Gin 

216 260 265 270 
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91 ft 
z x o 


Leu 


Arg 




Leu 


Leu 


V d X 


rp Vi y 
X 111. 


IT I1C 




nib 


A c T"*i 


r "l v 

Vjxy 


MX y 


«iy 


nx o 


X 11X 


O 1 Q 
Z x :? 






0 7 R 
Z / D 










9 ft f) 
zOU 










Z O J 










Leu 


rp V> ■>- 

X 11X 


Arg 


Arg 


Arg 


rVX cl 


Lys 


Arg 


Cor 
OCX 


C X 


Lys 


X I IX 


riX y 


VjX 11 


ui u 


Vj X U 


0 0 0 




o q n 

Z -7 u 










9 Q R 

Z" J 










^ no 










0 0 A 
Z Z ft 


C* 1 n 
L»X U 


Tyr 










Thr 


Arg 


Arg 


Lys 


Lys 


Asn 


J_iy S 


Asn 




Arg 


ZZ J 


JU J 










310 










315 










320 


0 0 7 


Arg 


nis 


Ser 


Leu 


Tyr 


v=> i 


Asp 




Ser 


Asp 


U 3 1 
Val 


v?xy 


xrp 


As n 


ASp 


irp 


9 0 ft 










JZ J 










-J 










335 




230 


He 


Val 


Ala 


Pro 


Pro 


Gly 


Tyr 


Gin 


Ala 


Phe 


Tyr 


Cys 


His 


Gly 


Asp 


Cys 


231 








340 










345 










350 






233 


Pro 


Phe 


Pro 


Leu 


Ala 


Asp 


His 


Leu 


Asn 


Ser 


Thr 


Asn 


His 


Ala 


He 


Val 


234 






355 










360 










365 








236 


Gin 


Thr 


Leu 


Val 


Asn 


Ser 


Val 


Asn 


Ser 


Ser 


He 


Pro 


Lys 


Ala 


Cys 


Cys 


237 




370 










375 










380 










239 


Val 


Pro 


Thr 


Glu 


Leu 


Ser 


Ala 


He 


Ser 


Met 


Leu 


Tyr 


Leu 


Asp 


Glu 


Tyr 


240 


385 










390 










395 










400 


242 


Asp 


Lys 


Val 


Val 


Leu 


Lys 


Asn 


Tyr 


Gin 


Glu 


Met 


Val 


Val 


Glu 


Gly 


Cys 


243 










405 










410 










415 




245 


Gly 


Cys 


Arg 





























248 <210> SEQ ID NO : 3 

249 <211> LENGTH: 1362 

250 <212> TYPE: DNA 

251 <213> ORGANISM: mouse 
253 <220> FEATURE: 

2 54 <221> NAME/KEY: CDS 

255 <222> LOCATION: (1)..(1311) 

2 57 <220> FEATURE: 

2 58 <221> NAME/KEY: UNSURE 

259 <222> LOCATION: (186) 

260 <223> OTHER INFORMATION: Xaa at position 186 is Tyr or His 
262 <400> SEQUENCE: 3 



263 


atg 


gcg 


cgc 


ctg 


atg 


att 


cct 


ggt 


aac 


cga 


atg 


ctg 


atg 


gtc 


gtt 


tta 


48 


264 


Met 


Ala 


Arg 


Leu 


Met 


He 


Pro 


Gly 


Asn 


Arg 


Met 


Leu 


Met 


Val 


Val 


Leu 




265 


1 








5 










10 










15 






267 


tta 


tgc 


caa 


gtc 


ctg 


eta 


gga 


ggc 


gcg 


age 


cat 


get 


agt 


ttg 


ata 


cct 


96 


268 


Leu 


Cys 


Gin 


Val 


Leu 


Leu 


Gly Gly Ala 


Ser 


His 


Ala 


Ser 


Leu 


He 


Pro 




269 








20 










25 










30 








271 


gag 


acc 


ggg 


aag 


aaa 


aaa 


gtc 


gec 


gag 


att 


cag 


ggc 


cac 


gcg 


gga 


gga 


144 


272 


Glu 


Thr 


Gly 


Lys 


Lys 


Lys 


Val 


Ala 


Glu 


He 


Gin 


Gly 


His 


Ala 


Gly 


Gly 




273 






35 










40 










45 










275 


cgc 


cgc 


tea 


ggg 


cag 


age 


cat 


gag 


etc 


ctg 


egg 


gac 


ttc 


gag 


gcg 


aca 


192 


276 


Arg 


Arg 


Ser 


Gly 


Gin 


Ser 


His 


Glu 


Leu 


Leu 


Arg 


Asp 


Phe 


Glu 


Ala 


Thr 




277 




50 










55 










60 












279 


ctt 


eta 


cag 


atg 


ttt 


ggg 


ctg 


cgc 


cgc 


cgt 


ccg 


cag 


cct 


age 


aag 


age 


240 


280 


Leu 


Leu 


Gin 


Met 


Phe 


Gly 


Leu 


Arg 


Arg 


Arg 


Pro 


Gin 


Pro 


Ser 


Lys 


Ser 




281 


65 










70 










75 










80 




283 


gec 


gtc 


att 


ccg 


gat 


tac 


atg 


agg 


gat 


ctt 


tac 


egg 


etc 


cag 


tct 


ggg 


288 


284 


Ala 


Val 


He 


Pro 


Asp 


Tyr 


Met 


Arg 


Asp 


Leu 


Tyr 


Arg 


Leu 


Gin 


Ser 


Gly 




285 










85 










90 










95 
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9 fl7 


fT Z$ fT 

gag 


fT o fT 

gag 


fra fT 

gag 


fT 3 rr 

gag 


y ctct 


fT 3 fT 

gag 


pan 
Lay 


ct y o 


<^3 fT 

Let y 


fT fT 3 

gga 


acc 


999 


(-1-1- 


gag 


far. 


ccg 


O O D 


288 


Glu 


Glu 


Glu 


Glu 


Glu 


Glu 


Gin 


Ser 


Gin 


Glv 


Thr 




Leu 


Glu 


Tvt 
±X i- 


Pro 




9ft9 








100 










ins 










110 

X X, \J 








9 Q1 

^1 _7 _L 


gag 


f fT t~ 

cgt 


r* r* c* 


y 


3 (TP 

ciy ^ 


oy ct 


y o i_ 


3 3 f" 


Ct \— L- 


fT +" fT 

gtg 


3 fTfT 

agg 


ay u 




Ct L. 


/ia P 
U-cl ^ 


rr a a 

y aa 


JO 4 ! 


292 


Glu 


Arg 


Pi~o 


Ala 


Ser 


Arg 


Ala 


Asn 


Thr 


Val 


Arg 


Ser 


Phe 


His 


His 


Glu 




293 






115 










120 










125 










9 9 S 


gaa 


cat 


^ L.g 


fT O fT 

y ay 


aa c 


ate 


cea 


fT fT fT 

y y y 


acc 


agt 


fT 3 fT 

gag 


ct y ^ 


1" ct 


fT f~" "t~ 


ttt 

L- U C 


fi fr t 

^ y l. 




296 


Glu 


His 


Leu 


Glu 


Asn 


lie 


Pro 


Gly 


Thr 


Ser 


Glu 


Ser 


Ser 


Ala 


Phe 


Arg 




9 97 




130 










1 1 R 

X -> — > 










X t w 












9 QQ 

Z ,7 _7 


1-1- r> 


etc 


1*1- r 1 


aa c 


f-« +- /-» 


age 


age 


a i— l 


cea 


gaa 


aaf 

aa i_ 


gag 


gtg 


atp 

a u 


lCC 


t eg 


A ft 0 


300 


Phe 


Leu 


Phe 


Asn 


Leu 


Ser 


Ser 


lie 


Pro 


Glu 


Asn 


Glu 


Val 


lie 


Ser 


Ser 




301 


145 










150 










155 










16 0 




J V J 


fr 3 


fT3 cT 

gag 




f rr rr 

egg 




1-1-1- 


f fT fT 

egg 


fT3 fT 

gag 


o ct y 


fr T" rr 

gtg 


fT 3 

y ct \* 


parr 

^ ct y 


fT fT f 

ggc 


f— t" 


fT 3 f 


1" fTfT 

tgg 


R9 ft 


304 


Ala 


Glu 


Leu 


rtx y 


Leu 


Phe 


t\± y 


Glu 


Gin 


Val 


Asp 


Gin 


Glv 


Pro 


Asp 


xxp 




J V J 










1 fi S 

lO J 










1 70 










1 7 S 

X / *J 








gaa 


cag 


ggc 


1-1- r 1 


cac 


cgt 


a i_a 


aa c 


dLL 


ya l, 


gag 


gtt 


3 t- CT 

a L.y 


aag 


ccc 


cea 


R7 


s t n ft 

< JUO 


bill 


<Zl Tl 
XII 


vijLy 


lr lie 


ni a 


Arg 


Tl 
11c 


Asn. 




Ada 


ulU 


vdl 


Mot 3 


Lys 


Pro 


Pro 




JU J 








i ftn 










1 ft R 










1 Qfl 
x j U 








11 1 


gca 


gaa 


a tg 


rr+-T- 

gtt 


cc t 


99 a 


cac 


etc 


afp 


aca 


cga 


c ta 


ctg 


gac 


acc 


aga 


fi 9 A 
D Z ft 


312 


Ala 


Glu 


Met 


Val 


Pro 


Gly 


His 


IjC Li. 


X X C- 


X I IX 


A T~fT 

rtx y 


XjC Li 


XjC Lt 


A cn 


X I1X 


Hrg 




J X J 






_L j D 










9 n n 
z u u 










j6 vJ O 










11^ 


CLa 


gtc 


CdC 


cac 


a a +■ 


gtg 


aca 


egg 


tgg 


gaa 


ac u 




ga u 


9tg 


age 


cct 


fi 7 0 


"31 fi 


Leu 


val 


n x o 


nib 


Asn 


v a x 


X I1X 


Arg 


irp 


n m 

ulU 


X XIX 


Ir lie 


Asp 


Ua "1 

v a x 


OCX 


ID -r~ r> 

sz X U 




11 7 

j X, / 




Z i. u 




















9 9 n 












11 Q 

J _L _7 


gca 


gtc 




cgc 


tgg 


acc 


egg 


gaa 


aag 


caa 


CCC 


33 t- 

aa u 


tat 
La U 


999 


ctg 


gec 


7 9 0 


320 


Ala 


Val 


Leu 


Arg 


xx y 


Thr 


«.x y 


Glu 


Lys 


Gin 


Pro 


As n 


xy x 


Gly 


Leu 


Ala 




321 


22 5 










2 30 










235 










240 




j z j 


CX L- L. 


fT o fT 

gag 


fT "i~ fT 

gtg 


cto u 


3 f 
^ CI ^ 


f-i +- fi 


LCI o 


^3 fT 


3 03 


fT fT 

egg 


3 CT* 


f^3 C 1 


parr 
^ ct y 


fT fT f— 

ggc 


riarr 


O Ct l_ 


7fi ft 

/DO 


324 


lie 


Glu 


Val 


Thr 


His 


Leu 


His 


Gin 


Thr 


rtx y 


Thr 


His 


Gin 


Glv 


Gin 


His 




19 5 










OAR 
z *T .J 










9^0 










9 

Z O -J 






197 


("ft" c* 

gtc 


fr 3 
ct y ct 


ct (_ 


3 frp 

ct y 




1* PfT 

i-cg 


1-1- A 


CCu 


caa 


9^99 


3 rrt- 
ay u 


gga 


CT3 t" 

y a u 


4* fTfT 

tgg 


gec 


caa 


ftl fi 
U _L U 


329 


Val 


Arg 


lie 


Ser 


rt.x y 


Ser 


Leu 


Pro 


Gin 


Glv 


Ser 


Glv 


Asp 


XX \J 


Ala 


Gin 




330 








260 










265 










270 








332 


etc 




ccc 


etc 


f~* t~ fT 

t i_y 


fT t" C 

y lo 


act 


ttt 


fTfT f"' 

gg*- 


paf 
Ct U 


rj-3 

y ct u 


fTfT f^ 

yy t 


f fTfT 

vy y 


fTfT 

y y 


pat 
<w ct u 


3 c* r* 
ct ^ 


864 


333 


Leu 


Arg 


Pro 


Leu 


Leu 


Val 


Thr 


Phe 


Glv 


His 


Asp 


Glv 


Arcr 
rt.x y 


Glv 
oxy 


His 


Thr 




334 






275 










280 










285 










Hfi 

■J -J o 


tf CI 

t tg 


acc 


cgc 


agg 


agg 


gec- 


3 3 3 

ct d ct 


cgt 


3 rrf- 
a y u 


ccc 


aag 


acg 


cgc 


cag 


gag 


gag 


Q1 9 


337 


Leu 


Thr 


Arg 


Arg 


Arg 


Ala 


Lys 


Arg 


Ser 


Pro 


Lys 


Thr 


Arg 


Gin 


Glu 


Glu 




338 




290 










295 










300 












340 


gaa 


tac 


atg 


ccc 


atg 


gag 


acg 


cgt 


acc 


cag 


teg 


cag 


gac 


gtg 


tec 


egg 


960 


341 


Glu 


Tyr 


Met 


Pro 


Met 


Glu 


Thr 


Arg 


Thr 


Gin 


Ser 


Gin 


Asp 


Val 


Ser 


Arg 




342 


305 










310 










315 










320 




344 


ggc 


tec 


ggt 


tct 


tea 


gac 


tac 


aac 


ggc 


agt 


gag 


tta 


aaa 


aca 


get 


tgc 


1008 


345 


Gly 


Ser 


Gly 


Ser 


Ser 


Asp 


Tyr 


Asn 


Gly 


Ser 


Glu 


Leu 


Lys 


Thr 


Ala 


Cys 




346 










325 










330 










335 






348 


aag 


aag 


cat 


gag 


etc 


tat 


gtg 


age 


ttc 


cag 


gac 


ctg 


gga 


tgg 


cag 


gac 


1056 


349 


Lys 


Lys 


His 


Glu 


Leu 


Tyr 


Val 


Ser 


Phe 


Gin 


Asp 


Leu 


Gly 


Trp 


Gin 


Asp 




350 








340 










345 










350 








352 


tgg 


ate 


att 


gca 


ccc 


aaa 


ggc 


tac 


get 


gec 


aac 


tac 


tgt 


gat 


gga 


gag 


1104 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/784 , 911 



DATE: 10/01/2001 
TIME: 10:21:26 



L:13 M:271 C: 
L:80 M:341 W: 
L:199 M:341 W 
L:308 M:341 W 
L:435 M:341 W 
L:559 M:341 W 
L:681 M:341 W 



Input Set : A:\13406.asc 

Output Set: N:\CRF3\10012001\I784911.raw 

Current Filing Date differs, Replaced Current Filing Date 
(46) "n" or "Xaa" used, for SEQ ID# : 1 



(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) "n" or "Xaa" used, 

(46) n n" or "Xaa" used, 



for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
for SEQ ID# 
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